ABSTRACT Due to its high capacity for nitrogen fixation, strain SEMIA 938 is used in commercial inoculants for lupins in Brazil. Its genome was estimated at 8,780,064 bp and indicates that it belongs to the Bradyrhizobium elkanii species, while the analysis of nodulation genes classifies the strain in the symbiovar sojae.
ficiens strain USDA 110 T , with the regulatory nodD1 and nodD2 genes followed by the operon nodABC. The genome also carries nodZ, an unusual nod gene related to host specificity with constitutive expression independent of nodD (11, 13) . To determine the symbiovar, or biological variant of symbiotic genes (14) , of SEMIA 938, nodC, nodY/K, and nifH were analyzed, confirming that the strain belongs to the symbiovar sojae, recently described by our research group (12) . Information available from this genome helps to elucidate the phylogenetics of conserved and nitrogen-fixation genes of the Bradyrhizobium genus.
Data availability. This whole-genome shotgun project has been deposited at DDBJ/EMBL/GenBank under the GenBank accession number SZZP00000000, BioProject number PRJNA541436, and BioSample number SAMN11585296. The version described in this paper is SZZP01000000.
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